
Amino Acids                                                                                         Power Broadcasts 

1/13 

An Extensive Report on the Science and Significance of Amino Acids 

Chapter 1: Briefing Document: A Synthesis of Amino Acid Science 

1.0. Introduction and Executive Summary 

Amino acids are the fundamental building blocks of life, organic compounds that polymerize to 

form the vast and complex proteins essential for nearly all biological processes. From the 

structural integrity of our tissues to the enzymatic reactions that drive metabolism, amino acids 

are at the heart of cellular function. Their strategic importance extends beyond this primary role, 

serving as precursors to neurotransmitters, hormones, and nucleotides, and finding widespread 

application in industries ranging from agriculture to pharmaceuticals. This briefing document 

provides a comprehensive synthesis of the core principles of amino acid science, detailing their 

chemical structure, classification systems, diverse biological roles, and critical importance in 

human health and industry. 

Executive Summary 

 Definition: Amino acids are organic compounds containing both amino (–NH2) and 

carboxyl (–COOH) functional groups. Though over 500 exist in nature, only 22 are 

incorporated into proteins, with 20 being directly encoded by the universal genetic code. 

 Primary Classifications: Amino acids are classified in two main ways. Nutritionally, they 

are categorized as essential (must be obtained from the diet), non-essential (can be 

synthesized by the body), or conditionally essential (synthesis becomes limited under 

specific conditions like illness). Chemically, they are grouped by the properties of their 

variable side chains (R-groups), such as being aliphatic, aromatic, acidic, basic, polar, or 

hydrophobic. 

 Diverse Functions: The primary function of amino acids is to serve as the monomers for 

protein synthesis, where they are linked by peptide bonds in an order specified by the 

genetic code. Beyond this, they are precursors for critical molecules like 

neurotransmitters (serotonin, dopamine), heme, and nucleotides. They are also used 

industrially as food additives, flavor enhancers, animal feed supplements, and components 

in biodegradable plastics. 

 Nutritional Importance: A balanced intake of all essential amino acids is critical for 

health, as the body cannot store them. A deficiency in any single essential amino acid can 

halt protein synthesis, leading to a range of health issues. Nutritional requirements can 

vary significantly based on age, sex, health status, and life stage, such as pregnancy. 

1.1. The Fundamental Nature of Amino Acids 

Amino acids are the foundational organic compounds upon which protein-based life is built. Each 

amino acid shares a common fundamental structure consisting of a central carbon atom, known 

as the alpha-carbon (α-carbon), bonded to four distinct groups: an amino group (–NH2), a 

carboxyl group (–COOH), a hydrogen atom (–H), and a variable organic substituent known as 

the R-group or side chain. It is the unique chemical structure of this side chain that differentiates 

one amino acid from another, dictating its specific properties and its role within a protein. 

A key chemical property of amino acids in aqueous solution is their existence as zwitterions, or 

dipolar ions. At physiological pH (around 7.4), the amino group is protonated (–NH3+) and the 
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carboxyl group is deprotonated (–COO−). This gives the molecule both a positive and a negative 

charge, resulting in a net charge of zero. This zwitterionic state is the predominant form in 

biological systems and is crucial for the molecule's chemical reactivity and solubility. 

With the exception of glycine (whose R-group is a hydrogen atom), the alpha-carbon of all amino 

acids is a stereogenic or chiral center. This means it can exist in two non-superimposable mirror-

image forms, known as L- and D-configurations (enantiomers). A remarkable feature of life on 

Earth is its homochirality; all chiral proteogenic amino acids found in eukaryotes possess the L 

configuration. While some D-amino acids are found in nature, such as in bacterial cell walls and 

as neuromodulators, they are not incorporated into proteins during standard ribosomal synthesis. 

1.2. Classification of the Common Amino Acids 

The classification of amino acids is a strategic necessity for understanding and predicting their 

behavior. Different classification systems allow scientists, nutritionists, and clinicians to 

anticipate protein structure, enzymatic function, nutritional value, and metabolic pathways. By 

grouping amino acids based on their source (nutritional classification) or their chemical 

properties, we gain a framework for analyzing their multifaceted roles in biology and health. The 

charged acidic and basic side chains, for instance, are often involved in the active sites of 

enzymes, participating directly in catalysis through proton donation or acceptance. 

1.2.1. Nutritional Classification 

The most common nutritional classification divides amino acids based on the body's ability to 

synthesize them. 

 Essential Amino Acids: These are nine amino acids that the human body cannot 

synthesize at all or cannot synthesize in sufficient quantities to meet physiological needs. 

Therefore, they must be obtained from the diet. Failure to consume adequate amounts of 

any one essential amino acid can inhibit the body's ability to synthesize new proteins, 

leading to a range of health problems. 

 Non-Essential Amino Acids: These are eleven amino acids that the body can synthesize 

from other compounds, typically through metabolic pathways. 

 Conditionally Essential Amino Acids: This is a sub-category of non-essential amino 

acids. Under normal conditions, the body can produce them, but during times of illness, 

stress, or specific life stages, their synthesis may become limiting. In such cases, they 

must be obtained from the diet. This group includes arginine, cysteine, glutamine, 

glycine, proline, and tyrosine. 

Essential Amino Acids Non-Essential Amino Acids 

Histidine Alanine 

Isoleucine Arginine 

Leucine Asparagine 

Lysine Aspartate 

Methionine Cysteine 
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Phenylalanine Glutamic acid 

Threonine Glutamine 

Tryptophan Glycine 

Valine Proline 

 Serine 

 Tyrosine 

 

1.2.2. Classification by Side Chain Properties 

A more detailed biochemical classification system groups amino acids based on the chemical 

properties of their R-groups. These properties are the primary drivers of protein folding, 

dictating how a polypeptide chain arranges itself into a stable, functional three-dimensional 

structure. A logical hierarchy groups them into three main categories based on their interaction 

with water. 

 Hydrophobic (Nonpolar) Side Chains: These side chains are repelled by water and are 

crucial for driving protein folding. In an aqueous cellular environment, proteins typically 

fold to bury their hydrophobic residues in the protein's core, away from water. 

o Aliphatic: Alanine, Glycine, Isoleucine, Leucine, Proline, Valine 

o Aromatic: Phenylalanine, Tryptophan 

o Sulfur-containing: Methionine 

 Polar Uncharged Side Chains: These hydrophilic side chains can form hydrogen bonds 

with water and other molecules but are not charged at physiological pH. They are usually 

found on the protein's surface. 

o Hydroxylic: Serine, Threonine 

o Amidic: Asparagine, Glutamine 

o Sulfur-containing: Cysteine 

o Aromatic: Tyrosine 

 Polar Charged Side Chains: These hydrophilic side chains are ionized at physiological 

pH and are key to forming salt bridges (electrostatic interactions) that stabilize protein 

structure. They are also critical participants in enzymatic catalysis. 

o Acidic (Negatively Charged): Aspartic acid, Glutamic acid 

o Basic (Positively Charged): Arginine, Histidine, Lysine 

1.3. The Role of Amino Acids in Protein Synthesis 

Protein synthesis is one of the most fundamental processes in biology, translating the genetic 

information encoded in DNA into the functional protein molecules that carry out cellular work. 
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This process, known as translation, involves the step-by-step assembly of amino acids into a 

linear polymer called a polypeptide chain. 

The core of this process is the formation of the peptide bond. This is a condensation reaction 

where the carboxyl group (–COOH) of one amino acid forms a covalent amide bond with the 

amino group (–NH2) of the next, releasing a molecule of water. This reaction is catalyzed by the 

ribosome, a complex molecular machine composed of RNA and protein. The ribosome moves 

along a messenger RNA (mRNA) template, which carries the genetic instructions from the DNA. 

Transfer RNA (tRNA) molecules act as adaptors, each carrying a specific amino acid and 

recognizing a corresponding three-nucleotide sequence on the mRNA. 

This system is governed by the genetic code, a set of rules where nucleotide triplets on the 

mRNA, called codons, specify which amino acid should be added to the growing polypeptide 

chain. For example, the codon AUG is the most common start codon, signaling the beginning of 

translation and coding for methionine. The code is degenerate, meaning that multiple codons can 

specify the same amino acid (e.g., GCU, GCC, GCA, and GCG all code for Alanine). The process 

continues, with the ribosome linking amino acids one by one, until it reaches a stop codon (UAG, 

UGA, or UAA), which signals the termination of the polypeptide chain. 

1.4. Proteinogenic vs. Non-Proteinogenic Amino Acids 

The distinction between proteinogenic and non-proteinogenic amino acids is crucial for 

understanding the full scope of cellular biochemistry. While the former are the direct building 

blocks of proteins, the latter perform a wide array of other essential biological functions. 

Proteinogenic Amino Acids 

Proteinogenic ("protein-building") amino acids are those that are naturally incorporated into 

polypeptides during translation. There are 22 such amino acids. This group includes the 20 

standard amino acids that are directly specified by the universal genetic code. The other two, 

Selenocysteine (Sec) and Pyrrolysine (Pyl), are considered the 21st and 22nd proteinogenic 

amino acids, respectively. They are incorporated into proteins via unique synthetic mechanisms 

that exploit variant codons. For instance, Selenocysteine is encoded by a UGA codon, which 

normally functions as a stop codon. However, in the presence of a specific downstream mRNA 

sequence called a SECIS element, the ribosome interprets UGA as a signal to incorporate 

Selenocysteine. Pyrrolysine is incorporated in a similar manner, using the UAG stop codon in 

some methanogenic archaea. 

Non-Proteinogenic Amino Acids 

Non-proteinogenic amino acids are not encoded by the universal genetic code and are not 

incorporated into proteins during standard translation. Despite this, they are abundant and 

functionally critical. Some are formed through the post-translational modification of 

proteinogenic residues already within a protein chain. For example, hydroxyproline, a major 

component of collagen, is synthesized from proline after the collagen protein has been made. 

Others exist as free molecules or metabolic intermediates. Key examples include: 

 Gamma-aminobutyric acid (GABA): A major inhibitory neurotransmitter in the brain. 

 Carnitine: Essential for the transport of fatty acids into mitochondria for energy 

production. 
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 Ornithine and Citrulline: Key intermediates in the urea cycle, the pathway for 

eliminating excess nitrogen from the body. 

1.5. Diverse Functions Beyond Protein Structure 

The importance of amino acids extends far beyond their role as the structural components of 

proteins. They are versatile molecules that serve as precursors and intermediates in a multitude 

of metabolic pathways, underscoring their central position in cellular biochemistry. 

 Precursors to Neurotransmitters: Several amino acids are direct precursors to essential 

signaling molecules in the nervous system. 

o Tryptophan is the biochemical precursor to serotonin, a neurotransmitter that 

regulates mood, sleep, and appetite. 

o Tyrosine, which can be synthesized from the essential amino acid Phenylalanine, 

is the precursor to the catecholamine neurotransmitters: dopamine, 

norepinephrine, and epinephrine (adrenaline). These molecules are crucial for 

functions ranging from motor control and motivation to the "fight-or-flight" 

response. 

 Metabolic Precursors: Amino acids are building blocks for other vital biomolecules. 

o Glycine is a precursor for the synthesis of porphyrins, such as heme, the iron-

containing group in hemoglobin that carries oxygen in the blood. 

o Arginine is the precursor to nitric oxide (NO), a critical signaling molecule 

involved in vasodilation and blood pressure regulation. 

o Aspartate, Glycine, and Glutamine are essential precursors for the synthesis of 

nucleotides, the building blocks of DNA and RNA. 

 Industrial and Commercial Uses: The unique properties of amino acids make them 

valuable in various industries. 

o Animal Feed: Essential amino acids like lysine and methionine are added to 

animal feed to ensure optimal growth and health, particularly for livestock fed 

plant-based diets. 

o Food Additives: Glutamic acid, in the form of monosodium glutamate (MSG), is 

widely used as a flavor enhancer. 

o Biodegradable Plastics: Amino acids are being explored as components for 

creating environmentally friendly polymers. 

o Fertilizers: The ability of amino acids to chelate (bind) metal ions is used in 

fertilizers to improve the delivery of essential minerals to plants. 

1.6. Post-Translational Modifications (PTMs) 

Post-Translational Modifications (PTMs) are covalent processing events that chemically alter a 

protein's properties after its synthesis on the ribosome. These modifications are a crucial 

molecular regulatory mechanism, vastly expanding the functional capacity of the proteome 

beyond what is dictated by the 20 standard amino acids. PTMs can dramatically affect a protein's 
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lifespan, its interactions with other proteins, its enzymatic activity, and its cellular localization. 

Dysregulation of PTM pathways is consequently linked to a wide array of human diseases. 

The most studied PTMs include: 

 Phosphorylation: The addition of a phosphate group, primarily to Serine (Ser), 

Threonine (Thr), and Tyrosine (Tyr) residues. This is a key reversible switch in cellular 

signaling. 

 Acetylation: The addition of an acetyl group, most notably to the ε-amino group of 

Lysine (Lys) residues, particularly on histone proteins to regulate gene expression. 

 Ubiquitylation: The attachment of a small protein called ubiquitin, primarily to Lysine 

residues. It can target a protein for degradation or serve non-degradative signaling roles. 

 Methylation: The addition of a methyl group, commonly to Lysine and Arginine (Arg) 

residues. 

 Glycosylation: The attachment of complex sugar chains (oligosaccharides) to Asparagine 

(Asn), Serine, or Threonine residues. 

 SUMOylation: The attachment of a Small Ubiquitin-like Modifier (SUMO) protein to 

Lysine residues. 

 Palmitoylation: The attachment of the fatty acid palmitate to Cysteine (Cys) residues, 

often anchoring proteins to membranes. 

 Myristoylation: The attachment of the fatty acid myristate to an N-terminal Glycine 

(Gly) residue. 

 Prenylation: The attachment of isoprenoid lipids (farnesyl or geranylgeranyl groups) to 

Cysteine residues near the C-terminus. 

 Sulfation: The addition of a sulfate group, most often to Tyrosine residues. 

1.7. Amino Acid Requirements and Health Implications 

The dietary requirements for amino acids are not static; they vary significantly based on an 

individual's life stage, health status, sex, and physiological demands. Determining these needs 

accurately is essential for establishing sound nutritional guidelines, especially for vulnerable 

populations. 

Historically, requirements were determined using nitrogen balance studies, which measured 

nitrogen intake versus excretion. This method is cumbersome and has significant limitations. A 

more modern, minimally invasive technique is the Indicator Amino Acid Oxidation (IAAO) 

method. The IAAO method uses 13C-labeled amino acids to measure the oxidation of an indicator 

amino acid as the intake of the test amino acid is varied. This technique is advantageous because 

it can be completed in a single day, uses oral isotope administration, and requires only breath 

samples, making it suitable for studying vulnerable groups. 

IAAO studies have revealed that requirements for specific amino acids change in different 

populations: 
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 Pregnancy: Protein and amino acid needs increase significantly, particularly in late 

gestation, to support fetal and maternal tissue growth. Requirements for lysine, 

phenylalanine, and total sulfur amino acids are higher in late pregnancy than in early 

pregnancy or non-pregnant states. 

 Children: Amino acid needs vary with disease states. Children with liver disease have 

increased requirements for branched-chain amino acids, while those with chronic renal 

insufficiency may need more methionine. 

 Elderly: While total protein needs may be similar to those of younger adults, the 

requirements for specific amino acids like leucine appear to be nearly double those of 

young adults. The requirement for total sulfur amino acids (methionine + cysteine) is 

also notably higher in older males (26.2 mg/kg/d) compared to both older females (17.1 

mg/kg/d) and younger males (13 mg/kg/d). This highlights an increased demand for 

specific amino acids to maintain muscle mass and function with age. 

Branched-Chain Amino Acids (BCAAs) 

The three essential amino acids with aliphatic side chains—leucine, isoleucine, and valine—are 

collectively known as Branched-Chain Amino Acids (BCAAs). They are particularly popular as 

supplements for athletes. 

 Potential Benefits: Limited research suggests that BCAA supplementation may offer 

several benefits related to physical activity. Studies have indicated that BCAAs can 

improve exercise performance, reduce exercise-induced fatigue, help increase lean muscle 

mass, and reduce muscle damage following intense exercise. 

 Potential Risks: Conversely, some research has linked high circulating levels of BCAAs 

to negative health outcomes. There is an association between elevated BCAA levels and 

conditions such as type 2 diabetes, nonalcoholic liver disease, liver injury, and heart 

disease. Furthermore, some studies suggest that tumors may use BCAAs as an energy 

source, linking BCAA metabolism to cancer growth. 

This comprehensive understanding of amino acid science forms the basis for further review and 

study, enabling a deeper appreciation of these vital molecules. 

--------------------------------------------------------------------------------  

Chapter 2: Study Guide for Understanding Amino Acids 

This chapter serves as a practical study and review tool, designed to reinforce the core concepts 

presented in the briefing document. By working through targeted questions and familiarizing 

yourself with key terminology, you can solidify your understanding of the structure, function, 

and significance of amino acids in biochemistry and human health. 

2.1. Knowledge Review Quiz 

Quiz Questions 

1. What are the three core chemical groups attached to the alpha-carbon of a typical amino 

acid? 

2. Explain the difference between an essential and a non-essential amino acid, providing one 

example of each. 
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3. Who was Margaret Oakley Dayhoff, and what was her key contribution to the field of 

bioinformatics regarding amino acids? 

4. Define "proteinogenic amino acids" and state how many are naturally incorporated into 

proteins. Name the two that are not part of the standard 20. 

5. What is a peptide bond and how is it formed? 

6. Describe the primary benefit of BCAA supplementation for athletes as suggested by the 

source material. 

7. What is a post-translational modification (PTM)? Provide an example of a PTM and the 

amino acid it modifies. 

8. Why is the term "zwitterion" used to describe amino acids at physiological pH? 

9. What is the "genetic code" in the context of protein synthesis? 

10. Name two non-protein functions of amino acids in the human body. 

2.2. Answer Key 

1. The three core chemical groups attached to the alpha-carbon of a typical amino acid (in 

addition to a hydrogen atom) are an amino group (–NH2), a carboxyl group (–COOH), 

and a variable side chain (R-group). 

2. An essential amino acid is one that the body cannot synthesize and must be obtained 

from the diet (e.g., Leucine). A non-essential amino acid is one that the body can 

synthesize on its own (e.g., Alanine). 

3. Margaret Oakley Dayhoff was a pioneer in the field of bioinformatics. Her key 

contribution was developing the one-letter codes for amino acids to reduce the size of 

computer files used to describe protein sequences. 

4. Proteinogenic amino acids are those that are naturally incorporated into polypeptides 

during protein synthesis. There are 22 such amino acids. The two that are not part of 

the standard 20 are Selenocysteine and Pyrrolysine. 

5. A peptide bond is the covalent amide bond that links two amino acids together to form a 

polypeptide chain. It is formed in a condensation reaction where the carboxyl group of 

one amino acid reacts with the amino group of another, releasing a molecule of water. 

6. Research suggests that BCAA supplementation may improve exercise performance, 

reduce exercise fatigue, help increase lean muscle mass, and reduce muscle damage 

that occurs during high-intensity exercise. 

7. A post-translational modification (PTM) is a covalent processing event that alters a 

protein's properties after its synthesis. An example is phosphorylation, which is the 

addition of a phosphate group, typically to Serine, Threonine, or Tyrosine residues. 

8. The term "zwitterion" is used because at physiological pH, the amino group is protonated 

(carrying a positive charge, –NH3+) and the carboxyl group is deprotonated (carrying 

a negative charge, –COO−). This creates a dipolar ion with both a positive and negative 

charge on the same molecule, resulting in a net charge of zero. 
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9. The genetic code is the set of rules used by living cells to translate the information 

encoded in genetic material (mRNA) into proteins. It specifies which amino acid is to be 

added to a polypeptide chain based on a sequence of three-nucleotide units called codons. 

10. Two non-protein functions include acting as precursors to neurotransmitters (e.g., 

Tryptophan for serotonin) and as precursors to other metabolic molecules (e.g., Glycine 

for heme). 

2.3. Essay Questions for Deeper Analysis 

1. Analyze the various systems for classifying amino acids (nutritional, chemical properties 

of side chains). Discuss the practical importance of each classification system for 

biochemists and nutritionists. 

2. Discuss the evolution of methods for determining human amino acid requirements, from 

nitrogen balance studies to the Indicator Amino Acid Oxidation (IAAO) technique. 

Evaluate why the IAAO method is considered advantageous for studying vulnerable 

populations. 

3. Explore the multifaceted roles of amino acids that extend beyond their function as protein 

building blocks. Provide specific examples of their involvement in neurotransmission, 

metabolic pathways, and industrial applications. 

4. Explain the concept of post-translational modification (PTM). Choose three major PTMs 

(e.g., phosphorylation, ubiquitylation, glycosylation) and detail their mechanism, target 

residues, and impact on protein function and human health. 

5. Evaluate the role of branched-chain amino acids (BCAAs) in human health and fitness. 

Synthesize the arguments for their benefits in exercise performance against the potential 

health risks associated with high BCAA levels. 

2.4. Glossary of Key Terms 

 Amino Acid: An organic compound containing both amino (–NH2) and carboxyl (–

COOH) functional groups, which serves as a building block for proteins. 

 BCAA (Branched-Chain Amino Acid): A group of three essential amino acids (leucine, 

isoleucine, and valine) with an aliphatic side chain that is non-linear. 

 Codon: A sequence of three nucleotides in a DNA or mRNA molecule that specifies a 

particular amino acid or signals the termination of protein synthesis. 

 Conditionally Essential Amino Acid: An amino acid that can be synthesized by the body 

but may be needed from the diet during illness or as a result of health problems. 

 Essential Amino Acid: An amino acid that the body cannot synthesize and must be 

obtained from the diet. There are nine essential amino acids for humans. 

 Genetic Code: The set of rules used by living cells to translate information encoded within 

genetic material (DNA or RNA sequences of codons) into proteins. 

 Glycosylation: A post-translational modification where oligosaccharide chains (sugars) 

are linked to specific amino acid residues. 
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 IAAO (Indicator Amino Acid Oxidation): A minimally invasive method using stable 

isotopes to determine amino acid requirements by measuring the oxidation of an indicator 

amino acid. 

 Non-essential Amino Acid: An amino acid that the human body is capable of synthesizing 

on its own. 

 Non-proteinogenic Amino Acid: An amino acid that is not naturally encoded in the 

genome for the assembly of proteins, but may have other physiological roles or be formed 

via post-translational modification. 

 Peptide Bond: The covalent amide bond formed between the amino group of one amino 

acid and the carboxyl group of another during protein synthesis. 

 Phosphorylation: A post-translational modification involving the addition of a phosphate 

group to an amino acid residue, typically Serine, Threonine, or Tyrosine. 

 Post-Translational Modification (PTM): Covalent processing events that change the 

properties of a protein after its synthesis by adding a modifying group to one or more 

amino acid residues. 

 Proteinogenic Amino Acid: An amino acid that is naturally incorporated into 

polypeptides during translation. There are 22 in total. 

 Ribosome: A complex molecular machine composed of RNA and protein that synthesizes 

proteins by translating the genetic information encoded in mRNA. 

 Side Chain (R-Group): The variable organic substituent attached to the alpha-carbon of 

an amino acid, which determines the amino acid's unique chemical properties. 

 Ubiquitylation: A post-translational modification involving the attachment of a ubiquitin 

protein to a substrate protein, often targeting it for degradation. 

 Zwitterion: A molecule, such as an amino acid at physiological pH, that has both a 

positive and a negative charge, resulting in a net neutral charge. 

This study guide provides a framework for reviewing the essential science of amino acids. The 

following chapter addresses frequently asked questions to clarify common points of interest. 

--------------------------------------------------------------------------------  

Chapter 3: Frequently Asked Questions (FAQs) 

This section addresses ten of the most common and important practical questions regarding 

amino acids. The answers provided are clear, accessible, and based on the synthesized evidence 

from the source documents to help clarify key concepts for a professional, non-specialist 

audience. 

1. What is the fundamental difference between the 20 "common" amino acids and the 

500+ that exist in nature? The 20 "common" amino acids are those that the human 

genetic code directly specifies for building proteins. The 500+ other amino acids found 

in nature are classified as non-proteinogenic; they are not encoded by the universal 

genetic code for protein assembly but perform other vital functions, such as acting as 

metabolic intermediates (e.g., ornithine) or neurotransmitters (e.g., GABA). 
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2. If my diet is rich in protein, do I need to take BCAA supplements for muscle growth? 

Not necessarily. A wide variety of foods, especially protein-rich sources like meat, dairy, 

eggs, and soy products, contain BCAAs (leucine, isoleucine, and valine). Most people can 

get enough by eating a balanced, protein-rich diet. While some studies suggest BCAA 

supplements can increase lean mass, their necessity for individuals already consuming 

adequate dietary protein is not definitively established. 

3. Are there any health risks associated with high levels of amino acids? Yes, some 

research suggests potential risks. High levels of branched-chain amino acids (BCAAs) in 

the blood have been associated with conditions such as type 2 diabetes, nonalcoholic liver 

disease, liver injury, and heart disease. Some studies also suggest a link between BCAA 

metabolism and cancer growth, as tumors may use them as an energy source. 

4. Why do proteins only use the 'L' form of amino acids and not the 'D' form? This is a 

phenomenon known as homochirality. All chiral proteogenic amino acids in eukaryotes 

have the L configuration ("left-handed" enantiomers). While the precise evolutionary 

reason is a complex topic, this uniformity is essential for the consistent structure and 

function of proteins. The D ("right-handed") forms exist in nature, for example in 

bacterial cell walls, but they are not used in ribosomal protein synthesis. 

5. What happens in the body if I don't get enough of one essential amino acid? If even 

one of the nine essential amino acids is deficient in the diet, the body's ability to synthesize 

new proteins can be inhibited. Since amino acids cannot be stored like fat or 

carbohydrates, a lack of a required building block effectively halts the entire assembly 

process for proteins that need it. This can lead to a wide range of negative health effects 

over time. 

6. What does it mean when a protein is "modified" after it's made? This refers to Post-

Translational Modification (PTM), a process where a protein's chemical structure is 

altered after its initial synthesis on the ribosome. These modifications, such as 

phosphorylation or glycosylation, involve adding chemical groups to specific amino acid 

residues. PTMs are critical for regulating a protein's function, location, interactions, and 

lifespan. 

7. How was the one-letter code for amino acids (like 'A' for Alanine) developed? The one-

letter code was developed in the 1950s by Dr. Margaret Oakley Dayhoff, a pioneer in 

bioinformatics. The primary reason was practical: to reduce the size of computer files 

used to describe the long sequences of amino acids in proteins, which was a significant 

concern with the less powerful computers of that era. 

8. Are there amino acids that are more important for certain life stages, like pregnancy 

or old age? Yes. Amino acid requirements change based on physiological demands. 

During pregnancy, requirements for protein and specific amino acids like lysine and 

phenylalanine increase to support fetal growth. In the elderly, requirements for amino 

acids like leucine may be higher to help maintain muscle mass. Children also have unique 

requirements that can be altered by disease states. 

9. Besides building proteins, what is the most important role of amino acids? It's difficult 

to single out one "most important" role, but their function as precursors to 

neurotransmitters is critically important. Tryptophan is the precursor to serotonin 
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(regulating mood and sleep), and tyrosine is the precursor to dopamine, norepinephrine, 

and epinephrine (regulating motivation, stress response, and alertness). These functions 

are fundamental to the operation of the nervous system. 

10. What are non-proteinogenic amino acids and do they have any function? Non-

proteinogenic amino acids are those not directly encoded by the genetic code for protein 

synthesis. They have numerous crucial functions. For example, some are formed by 

modifying amino acids already within a protein (like hydroxyproline in collagen), while 

others exist as separate molecules that act as metabolic intermediates (citrulline in the 

urea cycle), neurotransmitters (GABA), or lipid transporters (carnitine). 

These insights provide practical context for the scientific principles of amino acid function, 

leading into a historical review of their discovery. 

--------------------------------------------------------------------------------  

Chapter 4: A Timeline of Key Discoveries in Amino Acid Science 

The scientific journey to understand amino acids has spanned over two centuries, evolving from 

the simple isolation of natural compounds to the complex elucidation of their genetic coding and 

regulatory functions. This timeline charts the pivotal discoveries that have shaped our modern 

understanding, highlighting the key milestones that transformed these molecules from chemical 

curiosities into the recognized alphabet of life. 

 1806: French chemists Louis-Nicolas Vauquelin and Pierre Jean Robiquet isolate 

asparagine from asparagus, the first amino acid to be discovered. 

 1810: Cystine is discovered. 

 1820: Glycine and leucine are discovered. 

 1865: The unity of the amino acid chemical category is recognized by Wurtz. 

 1884: Cysteine, the monomer of cystine, is discovered. 

 1898: The term "amino acid" is first used in the English language. 

 1902: Emil Fischer and Franz Hofmeister independently propose that proteins are 

formed from amino acids linked by "peptide" bonds. 

 1906: Protein phosphorylation is first reported by Phoebus Levene. 

 1935: William Cumming Rose discovers threonine, the last of the 20 common amino 

acids, and determines the set of essential amino acids. 

 1950s: The one-letter codes for amino acids are developed by Dr. Margaret Oakley 

Dayhoff to reduce computer file sizes for protein sequences. 

 1954: The discovery of sulfation as a PTM is made by Bruno Bettelheim. 

 1964: V.G. Allfrey discovers acetylation modification in proteins. 

 1975: Gideon Goldstein first studies ubiquitylation. 

 1978: The first study on prenylation is conducted by Yuji KamiIya et al. in yeast. 
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 1982: Myristoylation is discovered by Alastair Aitken. 

 1996: Small Ubiquitin-Related Modifier (SUMO) protein is discovered, leading to the 

understanding of SUMOylation. 

 1999: Palmitoyltransferases (PATs), the enzymes key to palmitoylation, are first 

identified in yeast. 

This historical progression underscores the cumulative nature of scientific inquiry, which is built 

upon the foundational work documented in the following sources. 
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